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BRHEEERS (2019 TR
BH—/3ET BRHREL R 273 BR LR BRRBEHI R EREE 10 10: Skeletal 10-0010 Short rib-polydactyly syndrome (SRPS), DYNC2H1-related SERNB BIREIRE
Gisorders caused b [10-0020 Short rib—polydactyly syndrome (SRPS), IFT80-related A SRERE
or ciliary signaling: | 10-0080 Short rib-polydactyly syndrome (SRPS), IFT81-related EME B IRERE
10-0040 Short rib—polydactyly syndrome (SRPS), WDR34-related KR SIRERE
10-0050 Short rib—polydactyly syndrome (SRPS), WDRG60-related KR SIRERE
10-0060 Short rib—polydactyly syndrome (SRPS), DYNC2LI1-related KR SIRERE
10-0070 Short rib—polydactyly syndrome (SRPS), NEK1-related KR SIRERE
10-0080 Short rib—polydactyly syndrome (SRPS), IFT122-related KR SIRERE
10-0090 Short rib—polydactyly syndrome (SRPS), WDR19-related KR SIRERE
10-0100 Short rib-polydactyly syndrome (SRPS), INTU-related ERNE SIRERE
10-0110 Short rib-polydactyly syndrome (SRPS), TRAF3IP1-related B SIRERE
10-0120 Endocrine-cerebro-osteo dysplasia (ECO), CILK1-related L
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - | oo N
10-0130 Jeune syndrome), DYNC2H1-related PR EEM R R E
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB o
10-0140 Jeune DYNC2LI1-related PERALIEMIBRA AL
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0150 Jeune WDR34-related MR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0160 Jeune TCTEX1D2-related PR LIEMIBRA AL
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB o
10-0170 Jeune WDR60-related PR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0180 Jeune WDR19-related MR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0190 Jeune \FT140-related PR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB o
10-0200 Jeune TTC21B-related PR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0210 Jeune \FT122-related PR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0220 Jeune WDR35-related PR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0230 Jeune \FT43-related PR T 2 TR A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0240 Jeune \FT80-related PR 2 BRI RE
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0250 Jeune FT172-related PR T 2 BRI A
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0260 Jeune \FT81-related PR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB o
10-0270 Jeune \FT52-related PR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0280 Jeune CFAP410-related PR LIEMIBRA AL
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0290 Jeune CEP120-related PR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB o
10-0300 Jeune KIAA0586-related PERALIEMIBRA AL
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A oy
10-0310 Jeune GRK2.related MR T 2 TR A
- Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - BB A o
10-0320 Jeune TRAF3IP1-related PR LIEMIBRA AL
Short-rib thoracic dysplasia (formerly asphyxiating thoracic dysplasia - 0D TR . gy
10-0330 Jeune KIAAQ753-related ABFLENBREE
10-0340 Axial dysplasia, CFAP410-related SR BB R AE
10-0350 Axial dysplasia, NEK1-related SR HE B S IR R ARE
36 36: \;enebral and |36-0100 Currarino syndrome, MNX1-related Currarino FERE
i
cos 36-0020 DLL3-related HHMEREE
36-0030 Spondylocostal dysostosis, MESP2-related HHMBRBE
36-0040 LFNG-related HHMEREE
36-0050 Spondylocostal dysostosis, HES7-related HHIMBRBE
36-0060 TBX6-related HHMEREE
36-0070 Spondylocostal dysostosis, RIPPLY2-related HHMBRBE
36-0080 Vertebral segmentation defect (congenital scoliosis) with variable EROBBEERT AT RIBE
MESP2-related (ERMERIBEE)
36-0090 Vertebral segmentation defect (congenital scoliosis) with variable R ORBEERT DAL RBE
HES7-related (ERMERIEE)
Short stature, cervical ion defects, and delay, o
36-0100 CDK10-related Bl
36-0110 Klippel-Feil syndrome, GDF6-related Klippel-Feil f {22
36-0120 Klippel-Feil syndrome, MEOX1-related Klippel-Feil fEZ 8
36-0130 Klippel-Feil syndrome, GDF3-related Klippel-Feil f {%:2%
36-0140 Klippel-Feil syndrome, MYO18B-related Klippel-Feil fEZ 8
36-0150 Cervico-oculo-acoustic (Wildervanck) syndrome #HL
36-0160 Cerebro-costo-mandibular syndrome (rib gap syndrome), SNRPB-related |- & - FERAEIRE (rib gapfE(R )
36-0170 Cerebro-costo-mandibular-like syndrome, COG1-related i+ BB - TEREEIREE (CDG lgR)
36-0180 Diaphanospondylodysostosis, BMPER-related BRFHERE
36-0190 rSep;:tr;zyI(}megaeplphyseal—melaphyseal dysplasia (SMMD), NKX3-2- S EAB BRERRE
36-0200 NAD deficiency syndrome, HAAO-related NADRIBSEIRRE
36-0210 NAD deficiency syndrome, KYNU-related NADRIBSERE
36-0220 NAD deficiency syndrome, NADSYN1-related NADRIBSEIRRE
36-0230 VATER/VACTERL association L
360240 VACTERL association with hydrocephalus (VACTERL-H), FANCB- Bl
related
36-0250 VACTERL association with hydrocephalus (VACTERL-H), ZIC3-related %L
Uniparental disomy, paternal, for chromosome 14 (UPD14; Kagami- N e
36-0260 Ogata syndrame) KRBT (VI—14
o FGFR3
— ES . B R : . B
B BR#MEE2 B-BEEE 276 BRI RIE 1 chondrodysplasias 01-0040 Achondroplasia, FGFR3-related BB R A
- BRERSS Bl |REERRE 1 FoFR3 01-0050 Hypochondroplasia, FGFR3-related REERRE
_ - . [ FGFR3 01-0010; 01- | 1: Thanatophoric dysplasia (type 1), FGFR3-related; L AT+ BRIBAELR.,
B BRHEBL | B -BERE 275 BFETOAY VBRI RE o 0020 2: Thanatophoric dysplasia (type 2), FGFR3-related 2: 85+ I4 v I BRI AER
o y 26 Osteogenesis Osteogenesis imperfecta, non-deforming (Sillence type 1), COL1A1- BRREARLE, RSN N GREEAES A "Osteogenesis
B BREEES | B -EERSE 274 BRRFLE imperfecta and bone |26-0010 related ELRE imperfecta' A& FENTLY
1R EERE fragilty group 26-0020 Osteogenesis imperfecta, non-deforming (Sillence type 1), COL1A2- ARATLE, KGN LRERREES |POPOHERT.
related FERME
" ) . Osteogenesis imperfecta, severe perinatal form (Sillence type 2) PR
n 2F FEMBGER 26-0030 COL1AL-related BRMTLE BAEMEER
Osteogenesis imperfecta, severe perinatal form (Sillence type 2), PR
26-0040 COL1A2-related BRMTLE BAEMEER
Osteogenesis imperfecta, severe perinatal form (Sillence type 2), PRy
26-0050 CRTAP-related BRMTLE BAEMEER
26-0060 ’O;atle:dgenesls imperfecta, severe perinatal form (Sillence type 2), P3H1- BRURRLE BENEER
26-0070 ’O;atle:dgenesls imperfecta, severe perinatal form (Sillence type 2), PPIB- BRURRLE BENEER
n 3R EMMTE Osteogenesis imperfecta, progressively deforming (Sillence type 3), & [
26-0080 COL1AL-related BRMTLE, ETHERE
Osteogenesis imperfecta, progressively deforming (Sillence type 3), B e [PpETHE
26-0090 COL1A2-related BRMTLE, ETHERE
Osteogenesis imperfecta, progressively deforming (Sillence type 3), B e [PpETTE
26-0100 \FITMS-related BRMTLE, ETHERE
Osteogenesis imperfecta, progressively deforming (Sillence type 3), B e [PpETTE
26-0110 SERPINFL-related BRMTLE, ETHERE
Osteogenesis imperfecta, progressively deforming (Sillence type 3), B e [PpETTE
26-0120 CRTAP-related BRMTLE, ETHERE
Osteogenesis imperfecta, progressively deforming (Sillence type 3), B e [PpETTE
26-0130 P3H1-related BRMTLE, ETHERE
26-0140 g::;ogenesls imperfecta, progressively deforming (Sillence type 3), BRURRSE, £THERR
-related
Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0150 SERPINHL related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0160 FKBP10-related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0170 TMEM38B.related BRRTLE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0180 BMPL-related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0190 WNTL.related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0200 CREB3LL related BRRTLE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0210 SPARC.related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0220 TENTSA-related BT L, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0230 MBTPS2-related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0240 MESD-related BT LE, #THERE
. Osteogenesis imperfecta, progressively deforming (Sillence type 3) with | g2 o [P
2-0250 features, KDELR2--related ARATSE SiEERD
. Osteogenesis imperfecta, progressively deforming (Sillence type 3), PRy [P
26-0260 CCD134-related BT LE, #THERE
4 EE i i -
B hEER 260270 gf;e;genesﬁ imperfecta, moderate form (Sillence type 4), COL1A1- BURTLE, hEER
26-0280 zf;;genesns imperfecta, moderate form (Sillence type 4), COL1A2- BRARSRE, PSR
26-0290 Osteogenesis imperfecta, moderate form (Sillence type 4), WNT1-related | B2 T 24E, PEFAEE!
26-0300 zf;;genesns imperfecta, moderate form (Sillence type 4), IFITM5- BRARSE, PSR
26-0310 zf;;genesns imperfecta, moderate form (Sillence type 4), CRTAP- BYARSE, PSR
26-0320 Osteogenesis imperfecta, moderate form (Sillence type 4), PPIB-related B # MR 2%E, PHFER
26-0330 zf;;genesns imperfecta, moderate form (Sillence type 4), FKBP10- BRARSRE, PSR
26-0340 Osteogenesis imperfecta, moderate form (Sillence type 4), SP7-related | B MR 2%E, PHFER
" S = i Osteogenesis imperfecta with o BRI E AL - BT R LS B
v SRLERMIRERIC- B AR EEHID 26-0350 andior hypertrophic callus (O type 5), IFITMS- related RARSHE
" ZOMNE 26-0360 Osteogenesis imperfecta with craniosynostosis (Cole-Carpenter Cole-Carpenter & £, R (AE B RS
syndrome), PAHB-related HEEESBIRBE)
26-0370 Osteogenesis imperfecta with craniosynostosis (Cole-Carpenter Cole-Carpenter B R RIE(EE B RS
syndrome), SEC24D-related FEEESBIRHE)
B BR#KREe |B-MHEHRE 172 EHRRT7E—EIE N
) 27-0010; 27- ERRI7S—CERAENEER
1. BEMEED BLEELRR 020 1: Hypophosphatasia, ALPL-related, recessive (biallelic) forms;
v 2 EEHSED BARRI7A—CEAENEED
v 3 ARE 27 |Disorders of bone EAAT7 5 CRLRE
4. INRE EARRT7E—EENAE
! rE 2: Hypophosphatasia, ALPL-related, dominant ic) form (EAAT7 5 CHENRE
"5 AR BERRI7S— R AR
n 6. WREBE BARRI7A—CERRBE
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B BRERET | RBIES 326 XEF%@@ 2 Osteopetrosis and - 24-0010 Osteopetrosis, neonatal of infantie form, TCIRG1-related KEERRE, BEHERLARY £12 0 s
24-0020 Osteopetrosis, neonatal or infantile form, CLCN7-related KRERBH BEHERBERY BERTVDLDDHE
24-0030 Osteopetrosis, neonatal or infantile form, SNX10-related REERR, BEFERLIREY it
24-0040 gf;e:gems\s infantile form, with nervous system involvement, OSTML | 4 s 1) g R ORBELES
24-0080 Osteopetrosis, infantile form, osteoclast-poor with immunoglobulin ABERAR, ARD, RETOTIVRE
deficiency, TNFRSF11A-related EHESWRMERALE
n 3. A 24-0060 Osteopetrosis, ir form, TCIRG1-related KEGRH, MR
24-0070 Osteopetrosis, intermediate form, TNFSF11-related AEBERRE, PR
24-0080 Osteopetrosis, ir form, PLEKHM-related KEERRH PHR
24-0090 Osteopetrosis, intermediate form, CLCN7-related AEERRE, PR
no 2 ERE 24-0100 Osteopetrosis, late-onset, dominant form, CLCN7-related AERRR, ERE2E
n 4 BREEETUR—LREHSIRE 24-0110 Osteopetrosis with renal tubular acidosis, CA2-related BREUHT IRV REHSABERR
240120 Osteopetrosis with ectodermal dysplasia and immune defect (OLEDAID), | A FE R H R BERLELSKERE
IKBKG-related &
24-0130 Osteopetrosis, moderate form, SLC4A2-related %
24-0140 Osteopetrosis, moderate form with defective leucocyte adhesion, RERERF ANKETFLE#ITE
FERMT3-related AR
24-0150 Osteopetrosis, moderate form with defective leucocyte adhesion, AEBERER, ALFEETLEHIPE
RASGRP2-related SER
Disorganized . .
u- #rusen e SR s - el P bt smenmmnmns Rebstonnens
group
14, 15: Enchondromatosis, IDH1-related (Ollier disease);
Disorganized _ |Enchondromatosis, IDH2-related (Oller disease) 14, 15: WERBIELE (Oler); BRI .
- BREREO BL | AmEEE 30 Sﬁlﬁlﬁﬁ?ﬁﬁﬂnems Sgb%i%\b 16, 17: Enchondromatosis with hemangiomas, IDH1-related (Maffucci |16, 17: I &HE% M5 M ik B MisE ;E?fg‘i"\iﬂi'mﬂié’fw
group disease); Enchondromatosis with hemangiomas, IDH2-related ((Maffucci | (Maffucci)) fzo
disease))
2 g,’;p;dzef:”age" 2-0010 Achondrogenesis, COL2A1-related (formerly type 2, type Langer-Saldino) | 8 & 5t £ 2%
2-0020 Hypochondrogenesis, COL2A1-related REEREE
2-0030 Platyspondylic dysplasia, type Torrance, COL2A1-related REMRMAE, Torrance &
2-0040 Spondyloepiphyseal dysplasia congenita (SEDC), COL2A1-related FRMEHHBIHRT A
B— BRHHEBI0 L 2RAS—HURBEMERE 2-0050 dysplasia, COL2A1-related 7L
2-0060 Kniest dysplasia, COL2A1-related Kniest B R RIE
2-0070 dysplasia, COL2A1-related FHE T RUE
2-0080 SED with metatarsal shortening, COL2A1-related R BIEMEHSH MBI RE
2-0090 Stickler syndrome, COL2A1-related Stickler FEREF1E!
2-0100 Dysplasia of the proximal femoral epiphyses, COL2A1-related KBR BT B 3 R AL
e LER Bl ARRARERE (A *L)—LHERO = ,?ngéﬁi?g?f'a 23-0010 CDP, X-linked recessive, ARSE-related (brachytelephalangic type; ARRERIAE, X BB, KE
XS S R T B AR AR R SRR B R BUE (CDPX1) group : CDPX1) BIEMHE (CDPX1)
n X kEaM Conradi-Hunermann®! ik kB R ALE 23-0020 CDP, X-linked dominant, EBP-related (Conradi-Hu"nermann type; ARRBRIMAE, XREBIKENYE, HAEITCOPEELY
(CDPX2) CDPX2) Conradi-+ & (CDPX2) DOHEEIFT=,
v CHILDEIRE (Gt A BRI . BT M) 23-0030 ﬁ;l;)gsl:zlrzllgleerg\dysp\asla, ichthyosis, limb defects (CHILD) syndrome, ;Hlogfg (ERMEARIRTA, Rl
n KeuteWEMREE 23-0040 Keutel syndrome, MGP-related KeutelfE &8
n  GreenbergB R MAE 23-0050 Greenberg dysplasia, LBR-related Greenberg B R4
o SERIBRE R R AU 23-0060 Rhizomelic CDP, PEX7-related SEARE AR R RS AR
23-0070 Rhizomelic CDP, DHPAT-related SRR R KRB R AL
23-0080 Rhizomelic CDP, AGP5-related SEALRRE RRER B R RIE xRn COPE.
23-0090 Rhizomelic CDP, FAR1-related SRR R KRB R AU
23-0100 Rhizomelic CDP, PEX5-related SEALRRE RRER B R RIE
v EE-PFREARREEMAE 23-0110 CDP tibial-metacarpal type ARRBRYAE, BE-PFER
TILT7)IBEFE . SLERSFIE . ESSUKRZELE DIEEE
HRBISAHT IERMOSRKERIALFET .
Pseudoachondroplas
e BRAHBL Bl |tRERpiLE o [Bene e MPe o001 Pseudoachondroplasia, COMP-related BERR R
dysplasias
H— BRHEEL Bl | TR 6 ;iilsaur:w;r::nd related |5 6090 Larsen syndrome, FLNB-related LarsendE &3¢
Disorganized
e BREKSL |5 WHES 72 (TR R R R W s | 0-0080 Fibroyspasia cssfcans rogessia, ACVRL- AR R R R
group
B BRGEBLS Bl R s TRBRIAE
n BB B RN RUEMaroteaux! . 80010 5. ;ﬁ;?ﬁf‘ﬁ%%ﬁ:ﬁfﬁﬁfMarmemxﬁ
BB IRRR RUEKoziowskiE! TRPV4 disorders 8-0050 B BIRER ALK ozlowskiZ!
n RS FERRE (BREBARMEE)
v SEHRERS RHREHS
H— BRHEELE BL | BEHESR 24 24: Osteopetrosis |24-0160 o otic dysplasia, LRKK1-related BRI BBHRRAE
and relateddlsomers 24-0170 Pyknodysostosis, CTSK-related BICRBE
24-0180 Dysosteosclerosis, SLC29A3-related REHBEILE
24-0190 Dysosteosclerosis, TNFRSF11A-related REEEBELE
24-0200 n AR rates e bran Bl
25 25:0steosclerotic 250010 Desmosterolosis, DHCR4-related FRERTFA—IVE
25-0020 Raine dysplasia, FAM20C-related Raine B R AE
25-0030 Caffey disease, COL1A1-related Caffey % (3L12 5! - HAEE)
25-0040 Caffey dysplasia (severe variants with prenatal onset) Caffey & (HAERTRED EER)
25-0050 Dysplastic cortical hyperostosis, Kozlowski-Tsuruta type iﬁﬁz&%%@mﬁ Kozlowski-
25-0060 Dysplastic cortical hyperostosis, Al-Gazali type B AR E B, Al-Gazali B
25-0070 Osteopoikilosis, LEMD3-related BBHUE
25-0080 Melorheostosis with osteopoikilosis, LEMD3-related BHREEHSRAEE
25-0090 Melorheostosis, MAP2K1-related THEBE (AOLARE—R)
25-0100 Osteopathia striata with cranial sclerosis (OSCS), AMER1-related BEBBLEHSIBREE
25-0110 Pyle disease, SFRP4-related Pyle &
25-0120 Craniometaphyseal dysplasia, ANKH-related EEBRBRVAE
25-0130 Craniometaphyseal dysplasia, GJA1-related EEBRBRVAE
25-0140 Diaphyseal dysplasia Camurati-Engelmann, TGFB1-related BHREMAAE Camurati-Engelmann &
25-0150 Hyperostosis-Hyperphosphatemia syndrome, GALNT3-related BETEE - &) o M S R
25-0160 ; is-Hyperphosphatemia syndrome, FGF23-related BT - &) o M A S IR
25-0170 Hyperostosis-Hyperphosphatemia syndrome, KL-relathed BT - &) o M A fE IR
25-0180 Cerebellar hypoplasia-endosteal sclerosis, POLR3B-related INBHE RS AL - B IR RR AL AE
25-0190 Hematodiaphyseal dysplasia Ghosal, TBXAS1-related & B #H R Ghosal
25-0200 Hypertrophic osteoarthropathy, HPGD-related BR LR B RAHTE
25-0210 Hypertrophic osteoarthropathy, SLCO2A1-related BR LR B RAHTE
25.0220 S;Z\odentoosseous dysplasia (ODOD), GJA1-related, dominant, mild BR SR RAAUE (ODOD) BiEE
25-0230 S;Z\odentoosseous dysplasia (ODOD) GJA1l-related, recessive, severe BR SR RAAUE (ODOD) BiEE
25.0240 Osteoectasia with hyperphosphatasia (juvenile Paget disease), OPG- BRRT7A—EREEHSIBIEKE (B4
related HPaget )
25-0250 Osteosclerosis, LRP5-related BEILE
25-0260 Sclerosteosis, SOST-related WL BE
25-0270 Sclerosteosis, LRP4-related WL BE
25-0280 Endosteal hyperostosis, van Buchem type, SOST-related BRI B 855, van Buchem®!
25-0290 Endosteal hyperostosis, Worth type BRIRIEBIETEE, WorthE!
25-0300 Craniodiaphyseal dysplasia, SOST-related BEBBEMME
25-0310 Craniodiaphyseal dysplasia, SP7-related BEBBEMME
25-0320 Trichodentoosseous dysplasia, DLX3-related EREEEMME
25.0330 Diaphyseal medullary stenosis with malignant fibrous his B S BRI B R
MTAP-related RFIE
25-0340 Craniotubular dysplasia, TMEM53-related L
25-0350 Craniometadiaphyseal dysplasia, Wormian bone type BERRRBBRMAE, Worm BE
25-0360 Lenz-Majewski hyperostotic dysplasia, PTDSS1-related Lenz-Majewski B 1458 R 1 BE
25-0370 gf::;hondr with is (Cantu , ABCC9- #L
25-0380 Familial Paget disease of bone, SQSTM1-related L
25-039 Lnecr‘:esr‘:ilna body myopathy, Paget disease of bone and frontotemporal #L
P00 | i eciin drsbity POLRACL e[
25-0410 Metaphyseal dysplasia, Braun-Tinschert type BEIHRRAE, Braun-Tinschert 3 A
25-0420 T y with axial ;ggg%ﬁi{*iq’ﬁﬁﬁﬁﬁzﬁ%
Overgrowth (tall
[ BRGERLT L E— LR 31 ;zllg:;;);r::;ﬂme@ 31-0020 ::;:Ige(;nlld contractural (Beals-Hecht FBN2- SRR
overgrowth
SEF HL R 68 REWHBIE
SEF HL R 69 HHE B
SEF HL R 70 EEEEEREE
BEF L B-BAEEE 71 KRR B RIRTCRE
SETF #L B-BERE 271 |GAEiEEHR
SETF #L L ;ﬂyf;ﬁﬁg‘i%%ﬁmmm Diffuse Idiopathic Skeletal
SEF HL L |EEERIE
SETF #L L | REERRRBAIERIE %
SEF L L SAPHOSEZ B
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https://www.miyagi-children.or.jp/
https://www.ho.chiba-u.ac.jp/
https://www.tmd.ac.jp/medhospital/
https://www.tmd.ac.jp/medhospital/
https://www.marianna-u.ac.jp/hospital/
https://www.nms.ac.jp/hosp/
https://twmu-rheum-ior.jp/
https://www.yokohama-cu.ac.jp/fukuhp/index.html
https://web.hosp.kanazawa-u.ac.jp/
https://www.hosp.gifu-u.ac.jp/
https://www.osakah.johas.go.jp/
https://jrhh.or.jp/
https://www.hosp.kurume-u.ac.jp/
https://www.hosp.kagoshima-u.ac.jp/
https://www.hosp.u-ryukyu.ac.jp/
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https://www.huhp.hokudai.ac.jp/
https://tokyo-mc.hosp.go.jp/
https://www.ncchd.go.jp/
https://www.hosp.jikei.ac.jp/
https://hosp.juntendo.ac.jp/
https://www.hama-med.ac.jp/hos/
https://www.med.nagoya-u.ac.jp/hospital/
https://www.kuhp.kyoto-u.ac.jp/
https://www.hosp.med.osaka-u.ac.jp/
https://kobe.eye.center.kcho.jp/
https://www.uoeh-u.ac.jp/hospital.html
https://www.hosp.kyushu-u.ac.jp/?Top
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